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<151 
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-110 > APPLICANT: Walke, D. Wade 
Wilganowski, Nathaniel L. 
Friddle, Carl Johan 
<120^ TITLE OF INVENTION: Novel Human Proteases and Polynucleotides 
•rl30> FILE REFERENCE: LEX-0263-USA 
<140> CURRENT APPLICATION NUMBER: US/10/02 0 , 7 3 3 
<141> CURRENT FILING DATE: 2001-10-30 
<150> PRIOR APPLICATION NUMBER: US 60/244,939 
PRIOR FILING DATE: 2000-11-01 
NUMBER OF SEQ ID NOS : 9 

SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO: 1 
LENGTH: 2781 
<212> TYPE: DNA 
<:213> ORGANISM: homo sapiens 
<400> SEQUENCE: 1 

atgccagggg gcgcaggcgc cgcccggctc tgcttgctgg cgtttgccct gcagcccctc 
cggcogcggg cggcgcggga gcctggatgg acaagaggaa gtgaggaagg cagccccaag 
ctgcagcatg aacttatcat acctcagtgg aagacttcag aaagccccgt gagagaaaag 
catccactca aagctgagct cagggtaatg gctgaggggc gagaactgat cctggacctg 
gagaagaatg agcaactttt tgctccttcc tacacagaaa cccattatac ttcaagtggt 
aaccctcaaa ccaccacacg gaaattggag gatcactgct tttaccacgg cacggtgagg 
gagacagaac tgtccagcgt cacgctcagc acttgccgag gaattagagg actgattacg 
gtgagcagca acctcagcta cgtcatcgag cccctccctg acagcaaggg ccaacacctt 
atttacagat ctgaacatct caagccgccc ccgggaaact gtgggttcga gcactccaag 
cccaccacca gggactgggc tcttcagttt acacaacaga ccaagaagcg acctcgcagg 
atgaaaaggg aagatttaaa ctccatgaag tatgtggagc tttacctcgt ggctgattat 
ttagagtttc agaagaatcg acgagaccag gacgccacca aacacaagct catagagatc 
gccaactatg ttgataagtt ttaccgatcc ttgaacatcc ggattgctct cgtgggcttg 
gaagtgtgga cccacgggaa catgtgtgaa gtttcagaga atccatattc taccctctgg 
tcctttctca gttggaggcg caagctgctt gcccagaagt accatgacaa cgcccaatta 
atcacgggca tgtccttcca cggcaccacc atcggcctgg cccccctcat ggccatgtgc 
tctgtgtacc agtctggagg agtcaacatg gaccactccg agaatgccat tggcgtggct 
gccaccatgg cccacgagat gggccacaac tttggcatga cccatgattc tgcagattgc 
tgctcggcca gtgcggctga tggtgggtgc atcatggcag ctgccactgg gcaccccttt 
cccaaagtgt tcaatggatg caacaggagg gagctggaca ggtatctgca gtcaggtggt 
ggaatgtgtc tctccaacat gccagacacc aggatgttgt atggaggccg gaggtgtggg 
aacgggtatc tggaagatgg ggaagagtgt gactgtggag aagaagagga atgtaacaac 
ccctgctgca atgcctctaa ttgtaccctg aggccggggg cggagtgtgc tcacggctcc 
tgctgccacc agtgtaagct gttggctcct gggaccctgt gccgcgagca ggccaggcag 
tgtgacctcc cggagttctg tacgggcaag tctccccact gccctaccaa cttctaccag 
atggatggta ccccctgtga gggcggccag gcctactgct acaacggcat gtgcctcacc 
taccaggagc agtgccagca gctgtgggga cccggagccc gacctgcccc tgacctctgc 
ttcgagaagg tgaatgtggc aggagacacc tttggaaact gtggaaagga catgaatggt 
gaacacagga agtgcaacat gagagatgcg aagtgtggga agatccagtg tcagagctct 
gaggcccggc ccctggagtc caacgcggtg cccattgaca ccactatcat catgaatggg 
aggcagatcc agtgccgggg cacccacgtc taccgaggtc ctgaggagga gggtgacatg 
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186 


Pro 


Pro 


Ala 


Pro 


Asn 


Cys 


He 


Val 


Ser 


G In 


Asp 


Phe 


Ser 


Arg 


Pro 


Arg 


187 




850 










855 










860 










188 


Pro 


Pro 


Gin 


Lys 


Ala 


Leu 


Pro 


Ala 


Asn 


Pro 


Val 


Pro 


Gly 


Arg 


Arg 


Ser 


189 


865 










870 










875 










880 


190 


Leu 


Pro 


Arg 


Pro 


Gly Gly 


Ala 


Ser 


Pro 


Leu 


Arg 


Pro 


Pro 


Gly 


Ala 


Gly 


191 










885 










890 










895 




192 


Pro 


Gin 


Gin 


Ser 


Arg 


Pro 


Leu 


Ala 


Ala 


Leu 


Ala 


Pro 


Lys 


Arg 


Val 


Trp 


193 








900 










905 










910 






194 


Lys 


Thr 


Cys 


Asn 


Leu 


Lys 


Thr 


Gly 


Asp 


Gin 


Phe 


Gin 


Ser 


Gin 






195 






915 










920 










925 









197 <210> SEQ ID NO: 3 

198 <211> LENGTH: 2757 

199 <J12> TYPE: DNA 

200 <213> ORGANISM: homo sapiens 

202 <400> SEQUENCE: 3 

203 atgccagggg gcgcaggcgc cgcccggctc tgcttgctgg cgtttgccct gcagcccctc 

204 cggccgcggg cggcgcggga gcctggatgg acaagaggaa gtgaggaagg cagccccaag 

205 ctgcagcatg aacttatcat acctcagtgg aagacttcag aaagccccgt gagagaaaag 

206 catccactca aagctgagct cagggtaatg gctgaggggc gagaactgat cctggacctg 

207 gagaagaatg agcaactttt tgctccttcc tacacagaaa cccattatac ttcaagtggt 



60 
120 
180 
240 
300 
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208 aaccctcaaa ccaccacacg gaaattggag gatoactgct tttaccacgg cacggtgagg 360 

209 gagacagaac tgtccagcgt cacgctcagc acttgccgag gaattagagg actgattacg 420 
2 10 gtgagcagca acctcagcta cgtcatcgag cccctccctg acagcaaggg ccaacacctt 480 
2 11 atttacagat ctgaacatct caagccgccc ccgggaaact gtgggttcga gcactccaag 540 

212 cccaccacca gggaetgggc tcttcagttt acacaacaga ccaagaagcg acctcgcagg 600 

213 atgaaaaggg aagatttaaa ctccatgaag tatgtggagc tttacctcgt ggctgattat 660 

214 ttagagtttc agaagaatcg acgagaccag gacgccacca aacacaagct catagagatc 720 

215 gccaactatg ttgataagtt ttaccgatcc ttgaacatcc ggattgctct cgtgggcttg 780 
2 16 gaagtgtgga cccacgggaa catgtgtgaa gtttcagaga atccatattc taccctctgg 840 

217 tcctttctca gttggaggcg eaagctgctt gcccagaagt accatgacaa cgcccaatta 900 

218 atcacgggca tgtccttcca cggcaccacc ateggcctgg cccccctcat ggccatgtgc yt>0 

219 tctgtgtacc agtctggagg agtcaacatg gaccactccg agaatgccat tggcgtggct K.»20 

220 gccaccatgg cccaegagat gggccacaac tttggcatga cccatgattc tgcagattgc 1O80 

221 tgctcggcca gtgcggctga tggtgggtgc atcatggcag ctgccactgg gcaccccttt 1140 

222 cccaaagtgt tcaatggatg caacaggagg gagctggaca ggtatctgca gtcaggtggt 1200 

223 ggaatgtgtc tctccaacat gccagacacc aggatgttgt atggaggccg gaggtgtggg 1260 

224 aacgggtatc tggaagatgg ggaagagtgt gactgtggag aagaagagga atgtaacaac 1320 

225 ccctgctgca atgcctctaa ttgtaccctg aggccggggg cggagtgtgc tcacggctcc 1380 

226 tgctgccacc agtgtaagct gttggctcct gggaccctgt gccgcgagca ggccaggcag 1440 

227 tgtgacctcc cggagttctg tacgggcaag tctccccact gccctaccaa cttctaccag 1500 

228 atggatggta ccccctgtga gggcggccag gcctactgct acaacggcat gtgcctcacc 1560 

229 taccaggagc agtgccagca gctgtgggga cccggagccc gacctgcccc tgacctctgc 1620 
2 30 ttcgagaagg tgaatgtggc aggagacacc tttggaaact gtggaaagga catgaatggt 1680 
2 31 gaacacagga agtgcaacat gagagatgeg aagtgtggga agatccagtg tcagagctct 1740 
2 32 gaggcccggc ccctggagtc eaaegcggfg cccattgaca ccactatcat catgaatggg 1800 
2 33 aggcagatcc agtgccgggg cacccacgtc taccgaggtc ctgaggagga gggtgacatg 1860 
234 ctggacccag ggctggtgat gactggaacc aagtgtggct acaaccatat ttgctttgag 1920 
2 35 gggcagtgca ggaacacctc cttctttgaa actgaaggct gtgggaagaa gtgcaatggc 1980 
236 catggggtct gtaacaacaa ccagaactgc cactgcctgc cgggctgggc cccgcccttc 2040 
2 37 tgcaacacac cgggccacgg gggcagtatc gacagtgggc ctatgccccc tgagagtgtg 2100 
2 38 ggtcctgtgg tagctggagt gttggtggcc atcttggtgc tggcggtcct catgctgatg 2160 

239 tactactgct gcagacagaa caacaaacta ggccaactca agccctcagc tctcccttcc 2220 

240 aagctgaggc aacagttcag ttgtcccttc agggtttctc agaacagcgg gactggtcat 2280 

241 gccaacccaa ctttcaagct gcagacgccc cagggcaagc gaaaggtgat caacactccg 2340 

242 gaaatcctgc ggaagccctc ccagcctcct ccccggcccc ctccagatta tctgcgtggt 2400 

243 gggtccccac ctgcaccact gccagctcac ctgagcaggg ctgctaggaa ctccccaggg 2460 

244 cccgggtctc aaatagagag gacggagtcg tccaggaggc ctcctccaag ccggccaatt 2520 
24 5 ccccccgcac caaattgcat cgtttcccag gacttctcca ggcctcggcc gccccagaag 2580 

246 gcactcccgg caaacccagt gccaggccgc aggagcctcc ccaggccagg aggtgcatcc 2640 

247 ccactgcggc cccctggtgc tggccctcag cagtcccggc ctctggcagc acttgcccca 2700 

248 aagagggtat ggaagacttg caatttgaaa actggggacc agttccaaag tcagtaa 2757 



250 <210> SEQ ID NO: 4 

251 <211> LENGTH: 918 

252 <212> TYPE: PRT 

253 <213> ORGANISM: homo sapiens 

255 <400> SEQUENCE: 4 

256 Met Pro Gly Gly Ala Gly Ala Ala Arg Leu Cys Leu Leu Ala Phe Ala 

257 15 10 15 

258 Leu Gin Pro Leu Arg Pro Arg Ala Ala Arg Glu Pro Gly Trp Thr Arg 
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